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RAW SEQUENCE LISTING DATE: 08/ 1 6 /2001 

PATENT APPLICATION: US/09/242 , 202A TIME: 13.4 6.23 

Input Set : A:\Pto.amc 

Output Set: N:\CRF3\08162001\l242202A.raw 

SEQUENCE LISTING 

4 (1) GENERAL INFORMATION: 

6 (i) APPLICANT: Nelson, Edward L. 

7 Nelson, Peter J. 

0 (ii) TITLE OF INVENTION: NOVEL VECTOR FOR 

1 11 POLYNUCLEOTIDE VACCINES 

12 (iii) NUMBER OF SEQUENCES: 29 

14 (iv) CORRESPONDENCE ADDRESS: 

15 (A) ADDRESSEE: MORGAN & FINNEGAN, L.L.P. 

16 (B) STREET: 345 PARK AVENUE 

17 (C) CITY: NEW YORK 

18 (D) STATE: NEW YORK 

19 (E) COUNTRY: USA 

20 (F) ZIP: 10154 

22 (v) COMPUTER READABLE FORM: 

23 (A) MEDIUM TYPE: DISKETTE, 3.5 INCH, 1.44 MB 

24 (B) COMPUTER: IBM PC COMPATIBLE 

25 ( C) OPERATING SYSTEM: PC-DOS/MS-DOS 

26 (D) SOFTWARE: MS WORD 97 
29 (vi) CURRENT APPLICATION DATA: 

c __ > 30 (A) APPLICATION NUMBER: US/09/242 ,202A 

31 (B) FILING DATE : 20-Apr-2000 

33 (vii) PRIOR APPLICATION DATA: 

34 (A) APPLICATION NUMBER: US60/023931 

35 (B) FILING DATE: 14-AUG-1996 
37 (viii) ATTORNEY /AGENT INFORMATION: 
33 (A) NAME: KATHRYN M. BROWN 

oq (B) REGISTRATION NUMBER: 34556 

40 (C) REFERENCE /DOCKET NUMBER: 2026-4236US1 

42 (ix) TELECOMMUNICATION INFORMATION: 

43 (A) TELEPHONE: (212) 758-4800 

44 (B) TELEFAX: (212) 751-6849 

45 (C) TELEX: 421792 

47 (2) INFORMATION FOR SEQ ID NO: 1: 

4 9 (i) SEQUENCE CHARACTERISTICS: 

50 (A) LENGTH: 453 base pairs 

51 (B) TYPE: nucleic acid 

52 (C) STRANDEDNESS : single 

53 (D) TOPOLOGY: unknown 
60 (ii) MOLECULE TYPE: cDNA 

69 (iii) HYPOTHETICAL: No 

71 (iv) ANTI-SENSE: No 

r— > 73 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1: 4Q 

75 GGCCGCGTTG CTGGCGTTTT TCCATAGGCT CCGCCCCCCT 8Q 

76 GACGAGCATC ACAAAAATCG ACGCTCAAGT CAGAGGTGGC 12Q 

77 GAAACCCGAC AGGACTATAA AGATACCAGG CGTTTCCCCC 16Q 

78 TGGAAGCTCC CTCGTGCGCT CTCCTGTTCC GACCCTGCCG 
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RAW SEQUENCE LISTING DATE: 08/16/2001 

PATENT APPLICATION: US/09/242 , 202A TIME: 13:46:23 

Input Set : A:\Pto.amc 

Output Set: N:\CRF3\08162001\I242202A.raw 

79 CTTACCGGAT ACCTCTCCGC CTTTCTCCCT TCGGGAAGCG 200 

80 TGGCGCTTTC TCAATGCTCA CGCTGTAGGT ATCTCAGTTC 24 0 

81 GGTGTAGGTC GTTCGCTCCA AGCTGGGCTG TGTGCACGAA 280 

82 CCCCCCGTTC AGCCCGACCG CTGCGCCTTA TCCGGTAACT 320 

83 ATCGTCTTGA GTCCAACCCG GTAAGACACG ACTTATCGCC 3 60 

84 ACTGGCAGCA GCCACTGGTA ACAGGATTAG CAGAGCGAGG 4 00 

85 TATGTAGGCG GTGCTACAGA GTTCTTGAAG TGGTGGCCTA 

86 ACTACGGCTA CAC 

89 (2) INFORMATION FOR SEQ ID NO: 2: 

91 (i) SEQUENCE CHARACTERISTICS: 

92 (A) LENGTH: 453 base pairs 

93 (B) TYPE: nucleic acid 

95 (C) STRANDEDNESS: single 

96 (D) TOPOLOGY: unknown 
98 (ii) MOLECULE TYPE: cDNA 
100 (iii) HYPOTHETICAL: No 
102 (iv) ANTI-SENSE: No 

C— > 104 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2: 

106 GTGTAGCCGT AGTTAGGCCA CCACTTCAAG AACTCTGTAG 

107 CACCGCCTAC ATACCTCGCT CTGCTAATCC TGTTACCAGT 

108 GGCTGCTGCC AGTGGCGATA AGTCGTGTCT TACCGGGTTG 

109 GACTCAAGAC GATAGTTACC GGATAAGGCG CAGCGGTCGG 

110 GCTGAACGGG GGGTTCGTGC ACACAGCCCA GCTTGGAGCG 

111 AACGACCTAC ACCGAACTGA GATACCTACA CCGTGAGCAT 

112 TGAGAAAGCG CCACGCTTCC CGAAGGGAGA AAGGCGGACA 

113 GGTATCCGGT AAGCGGCAGG GTCGGAACAG GAGAGCGCAC 

114 GAGGGAGCTT CCAGGGGGAA ACGCCTGGTA TCTTTATAGT 

115 CCTGTCGGGT TTCGCCACCT CTGACTTGAG CGTCGATTTT 

116 TGTGATGCTC GTCAGGGGGG CGGAGCCTAT GGAAAAACGC 

117 CAGCAACGCG GCC 

125 (2) INFORMATION FOR SEQ ID NO: 3: 
127- (i) SEQUENCE CHARACTERISTICS: 

128 (A) LENGTH: 209 base pairs 

135 (B) TYPE: nucleic acid 

136 (C) STRANDEDNESS: single 

137 (D) TOPOLOGY: unknown 
139 (ii) MOLECULE TYPE: cDNA 
141 (iii) HYPOTHETICAL: No 
143 (iv) ANTI-SENSE: No 

C— > 145 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3: 

147 GAATTCTTTC GGACTTTTGA AAGTGATGGT GGTGGCCGAA 
14 8 GGATTCGAAC CTTCGAAGTC GATGACGGCA GATTTAGAGT 
14 9 CTGCTCCCTT TGGCCGCTCG GGAACCCCAC CACGGGTAAT 

150 GCTTTTACTG GCCTGCTCCC TTATCGGGAA GCGGGGCGCA 

151 TCATATCAAA TGACGCGCCG CTGTAAAGTG TTACGTTGAG 

152 AAAGAATTC 

155 (2) INFORMATION FOR SEQ ID NO: 4: 

157 (i) SEQUENCE CHARACTERISTICS: 

158 (A) LENGTH: 209 base pairs 



40 
80 
120 
160 
200 
240 
280 
320 
360 
400 
440 
453 



40 
80 
120 
160 
200 
209 
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RAW SEQUENCE LISTING DATE: 08/16/2001 

PATENT APPLICATION: US/09/242 , 202A TIME: 13:46:23 

Input Set : A:\Pto.amc 

Output Set: N:\CRF3\08162001\I242202A.raw 

160 (B) TYPE: nucleic acid 

161 (C) STRANDEDNESS: single 

162 (D) TOPOLOGY: unknown 
164 (ii) MOLECULE TYPE: cDNA 
166 (iii) HYPOTHETICAL: No 

168 (iv) ANTI-SENSE: No 

C— > 170 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 4: 

172 GAATTCTTTC TCAACGTAAC ACTTTACAGC GGCGCGTCAT 4u 

173 TTGATATGAT GCGCCCCGCT TCCCGATAAG GGAGCAGGCC 80 

174 AGTAAAAGCA TTACCCGTGG TGGGGTTCCC GAGCGGCCAA 120 
17 5 AGGGAGCAGA CTCTAAATCT GCCGTCATCG ACTTCGAAGG 160 

17 6 TTCGAATCCT TCCCCCACCA CCATCACTTT CAAAAGTCCG 200 
177 AAAGAATTC 209 
180 (2) INFORMATION FOR SEQ ID NO: 5: 

182 (i) SEQUENCE CHARACTERISTICS: 

183 (A) LENGTH: 6 base pairs 

184 (B) TYPE: nucleic acid 

185 (C) STRANDEDNESS: single 

18 6 (D) TOPOLOGY: unknown 
193 (ii) MOLECULE TYPE: cDNA 
199 (iii) HYPOTHETICAL: No 

C~> 201 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 5: 

204 AATAAA 6 
207 (2) INFORMATION FOR SEQ ID NO: 6: 

209 (i) SEQUENCE CHARACTERISTICS: 

210 (A) LENGTH: 6 base pairs 

211 (B) TYPE: nucleic acid 

212 (C) STRANDEDNESS: single 

213 (D) TOPOLOGY: unknown 
215 (ii) MOLECULE TYPE: cDNA 
217 (iii) HYPOTHETICAL: No 

219 (iv) ANTI-SENSE: No 

C— > 221 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 6: 

225 ATT AAA 6 

228 (2) INFORMATION FOR SEQ ID NO: 7: 

230 (i) SEQUENCE CHARACTERISTICS: 

231 (A) LENGTH: 6 base pairs 

232 (B) TYPE: nucleic acid 

233 (C) STRANDEDNESS: single 

234 (D) TOPOLOGY: unknown 
236 (ii) MOLECULE TYPE: cDNA 
238 (iii) HYPOTHETICAL: No 

C~> 240 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 7: 

243 AG T AAA 

24 6 (2) INFORMATION FOR SEQ ID NO: 8: 

248 (i) SEQUENCE CHARACTERISTICS: 

24 9 (A) LENGTH: 6 base pairs 

250 (B) TYPE: nucleic acid 

251 (C) STRANDEDNESS: single 
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DATE: 08/16/2001 
RAW SEQUENCE LISTING 1V46-23 
PATENT APPLICATION: US/09/242 , 202A TIME. 13.46.^ 

Tnout Set : A:\Pto.amc 

Output Set: N:\CRF3\08162001\I242202A.raw 



252 (D) TOPOLOGY: unknown 

259 (ii) MOLECULE TYPE: cDNA 

?65 (iii) HYPOTHETICAL: No 

c „> 267 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 8: 
270 AAGAAC 

?7 3 (2) INFORMATION FOR SEQ ID NO: 9. 

275 (i) SEQUENCE CHARACTERISTICS: 

276 (A) LENGTH: 6 base pairs 

277 (B) TYPE: nucleic acid 

278 (C) STRANDEDNESS: single 

279 (D) TOPOLOGY: unknown 
281 (ii) MOLECULE TYPE: cDNA 
283 (iii) HYPOTHETICAL: No 

ope My) ANTI-SENSE: No 

c „> Hn (xi! SEQUENCE DESCRIPTION: SEQ ID NO: 9: 

290 AATACA 

293 (2) INFORMATION FOR SEQ ID NO: 10. 

295 (i) SEQUENCE CHARACTERISTICS: 

296 (A) LENGTH: 227 base pairs 
2g7 (B) TYPE: nucleic acid 

298 (C) STRANDEDNESS: single 

299 (D) TOPOLOGY: unknown 
301 (ii) MOLECULE TYPE: cDNA 
303 (iii) HYPOTHETICAL: No 



C~> 307 



326 (A) LENGTH: 227 base pairs 



one ii v ) ANTI-SENSE: No 

III xi SEQUENCE DESCRIPTION : SEQ ID NO: 10: 40 

GCCTTAAGGG CCATATGGTG AGTGGATCCC TTGACCCCAG 80 

?n GCGGGGATGG GGAGACCTGT AGTCAGAGCC CCCGGGCAGC 120 

l\l ACAGGCCAAT GCCCGTCCTT CCCCTGCAGG ATGAGTAGTG 160 

, 3 aSgcctSc CTGGCCCTGG aagttgccac tccagtgccc 200 
14 accagccSg tcctaataaa attaagttgc atcattttgt 227 
315 ctgactaggt gtcctctata atattat 

318 (2) INFORMATION FOR SEQ ID NO: 11: 
325 (i) SEQUENCE CHARACTERISTICS: 



327 (B) TYPE: nucleic acid 

334 (C) STRANDEDNESS: single 

335 (D) TOPOLOGY: unknown 
337 (ii) MOLECULE TYPE: cDNA 
339 (iii) HYPOTHETICAL: No 
341 (iv) ANTI-SENSE: No 

Va\ xi SEQUENCE DESCRIPTION: SEQ ID NO: 11 • 

\\l ataatSta? AGAGGACACC TAGTCAGAAC aaatgatgca 
111 SS attaggacaa ggctggtggg cactggagtg 

348 ScttccI gggccaggag aggcactcac tactcatcct 160 

IA rPACGGGAAG GACGGGCATT GGCCTGTGCT GCCCGGGGGC 200 

350 fcSS gg^ctccccc atccccgcct ggggtcaagg 

351 catccactca ccatatggcc cttaagg 

354 (2) INFORMATION FOR SEQ ID NO: 12: 



40 
80 
120 
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Incut Set : A:\Pto.amc 
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(i) SEQUENCE CHARACTERISTICS : 

35 7 (A) LENGTH: 252 base pairs 

358 (B) TYPE: nucleic acid 

359 (C) STRANDEDNESS : single 

360 (D) TOPOLOGY: unknown 
362 (ii) MOLECULE TYPE: cDNA 
364 (iii) HYPOTHETICAL: No 



c > lit Ixi; SKcfoEsSlPTXO,: SEQ ID NO: 12: 

?55 CCTCGGTACC TGCCATGGCG CGGATTCTTT ATCACTGATA 80 

Vil SSgga CATATTATGT TTATCAGTGA TAAAGTGTCA 120 

,73 Sgacaa agttgcagcc gaatacagtg atccgtgccg 160 

374 gccSggact gttgaacgag gtcggcgtag acggtctgac 200 

375 gacacgcSa ctggcggaac ggttgggggt gcagcagccg 240 

376 gcgStact ggcacttcag gaacaagcgg gcgccttaag 252 



377 GGCCATATGC CG 
380 (2) INFORMATION FOR SEQ ID NO: 13. 
382 (i) SEQUENCE CHARACTERISTICS: 

LENGTH: 35 base pai- 
TYPE: nucleic acid 



383 (A) LENGTH: 35 base pairs 

_ 84 ( B ) TYPE: nucleic acid 

393 (C) STRANDEDNESS: single 



C— > 



394 (D) TOPOLOGY: unknown 

401 (ii) MOLECULE TYPE: cDNA 
403 (iii) HYPOTHETICAL: No 

yinn (iv) ANTI-SENSE: No 

IS? xl SEQUENCE DESCRIPTION: SEQ ID NO: 13: 35 

410 CCTCGGTACC TGCCACCATG GCGCGGATTC TTTAT 
413 (2) INFORMATION FOR SEQ ID NO: 14: 

415 (i) SEQUENCE CHARACTERISTICS: 

416 (A) LENGTH: 38 base pairs 
1? (B) TYPE: nucleic acid 

418 (C) STRANDEDNESS: single 

419 (D) TOPOLOGY: unknown 
421 (ii) MOLECULE TYPE: cDNA 
423 (iii) HYPOTHETICAL: No 

/ion t\v) ANTI-SENSE: No 

r > 427 xl SEQUENCE DESCRIPTION: SEQ ID NO: 14: 

C ' _> f 3 o cggcaStgg ccttaaggcg cccgcttgtt CCTGAAGT 

433 (2) INFORMATION FOR SEQ ID NO: 15: 

435 (i) SEQUENCE CHARACTERISTICS: 

43 g (A) LENGTH: 228 base pairs 

7 (B) TYPE: nucleic acid 

438 (C) STRANDEDNESS: single 

439 (D) TOPOLOGY: unknown 
441 (ii) MOLECULE TYPE: cDNA 
443 (iii) HYPOTHETICAL: No 

445 (iv) ANTI-SENSE: No „ ™ „«. ir- 

1a7 xi SEQUENCE DESCRIPTION: SEQ ID NO : 15 . 40 

HI GCCTTAAGGG CCATATGGTG AGTGGATGCC TTGACCCCAG 



C~> 



38 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/242 , 202A 



DATE: 08/16/2001 
TIME: 13:46:24 



Input Set : A:\Pto.amc 

Output Set: N:\CRF3\0816200l\l242202A.raw 



L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L 
L 
L 
L 
L 
L 
L 
L 
L 
L 
L 
L 



30 M:220 C: 

31 M:220 C: 
73 M:220 C: 
104 M:220 C: 
145 M:220 C: 
170 M:220 C: 
201 M:220 C: 
221 M:220 C: 
240 M:220 C: 
267 M:220 C: 
287 M:220 C: 
307 M:220 
343 M:220 
368 M:220 
407 M:220 

:427 M:220 
:447 M:220 
:482 M:220 
:548 M:220 
:590 M:220 
:664 M:220 
:691 M:220 
:757 M:220 
:786 M:220 
:870 M:220 
:864 M:246 W 
:890 M:220 C 
:884 M:246 W 
:920 M:220 C 
:982 M:220 C 
:1017 M:220 
:1086 M:220 
1164 M:220 



[ 



Keyword misspelled or invalid format, 
Keyword misspelled or invalid format. 
Keyword misspelled or invalid format, 
Keyword misspelled or invalid format, 
Keyword misspelled or invalid format, 
Keyword misspelled or invalid format, 
Keyword misspelled or invalid format, 
Keyword misspelled or invalid format, 
Keyword misspelled or invalid format, 
Keyword misspelled or invalid format, 
Keyword misspelled or invalid format, 
Keyword misspelled or invalid format, 
Keyword misspelled or invalid format, 
Keyword misspelled or invalid format, 
Keyword misspelled or invalid format, 
Keyword misspelled or invalid format, 
Keyword misspelled or invalid format, 
Keyword misspelled or invalid format, 
Keyword misspelled or invalid format, 
Keyword misspelled or invalid format, 
Keyword misspelled or invalid format, 
Keyword misspelled or invalid format, 
Keyword misspelled or invalid format, 
Keyword misspelled or invalid format, 
Keyword misspelled or invalid format, 
Invalid value of Alpha Sequence Header 
Keyword misspelled or invalid format, 
Invalid value of Alpha Sequence Header 
: Keyword misspelled or invalid format, 
:: Keyword misspelled or invalid format, 
C: Keyword misspelled or invalid format, 
C: Keyword misspelled or invalid format, 
C: Keyword misspelled or invalid format, 



(A) APPLICATION NUMBER: ] 

(B) FILING DATE: ] 
(xi) SEQUENCE DESCRIPTION: 
[(xi) SEQUENCE DESCRIPTION: 
[(xi) SEQUENCE DESCRIPTION: 
[(xi) SEQUENCE DESCRIPTION: 
[(xi) SEQUENCE DESCRIPTION: 
[(xi) SEQUENCE DESCRIPTION: 
[(xi) SEQUENCE DESCRIPTION: 
[(xi) SEQUENCE DESCRIPTION: 
[(xi) SEQUENCE DESCRIPTION: 
[(xi) SEQUENCE DESCRIPTION: 
[(xi) SEQUENCE DESCRIPTION: 
[(xi) SEQUENCE DESCRIPTION: 
[(xi) SEQUENCE DESCRIPTION 
[(xi) SEQUENCE 
[(xi) SEQUENCE 
[(xi) SEQUENCE 
[(xi) SEQUENCE 
[(xi) SEQUENCE 
[(xi) SEQUENCE 
[(xi) SEQUENCE 
[(xi) SEQUENCE 
[(xi) SEQUENCE 
[(xi) SEQUENCE 

Field, [MOLECULE TYPE: ] , S 
[(xi) SEQUENCE DESCRIPTION 
Field, [MOLECULE TYPE: ] , S 
[(xi) SEQUENCE DESCRIPTION: 
[(xi) SEQUENCE DESCRIPTION: 
[(xi) SEQUENCE DESCRIPTION 
[(xi) SEQUENCE DESCRIPTION 
[(xi) SEQUENCE DESCRIPTION 



DESCRIPTION: 
DESCRIPTION: 
DESCRIPTION: 
DESCRIPTION: 
DESCRIPTION: 
DESCRIPTION: 
DESCRIPTION: 
DESCRIPTION: 
DESCRIPTION: 
DESCRIPTION: 



SEQ ID NO: ] 
SEQ ID NO:] 
SEQ ID NO: ] 
SEQ ID NO:] 
SEQ ID NO:] 
SEQ ID NO:] 
SEQ ID NO:] 
SEQ ID NO: ] 
SEQ ID NO:] 
SEQ ID NO:] 
SEQ ID NO:] 
SEQ ID NO: ] 
SEQ ID NO: ] 
SEQ ID NO: ] 
ID NO:] 
ID NO: ] 
ID NO:] 
SEQ ID NO: ] 
SEQ ID NO: ] 
SEQ ID NO: ] . 
SEQ ID NO: ] 
SEQ ID NO:] 
SEQ ID NO: ] 
;eqNo=23 

SEQ ID NO: ] 
:eqNo=24 
SEQ ID NO: ] 
SEQ ID NO:] 
SEQ ID NO: ] 
SEQ ID NO:] 
SEQ ID NO: ] 



SEQ 
SEQ 
SEQ 
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DATE: 08/16/2001 

sequence listing noes Not Comply 

lo (i) general information : niekptte Needed 

To (i> APPLICANT: Nelson, Edward L. Corrected DlSKetie INfcJtsu 

Nelson, Peter J . 
...» ttttf OF INVENTION: NOVEL VECTOR FOR 
15 (11) TITLE OF INVEN11U POLYNUCLEOTIDE VACCINES 

\l (iii) NUMBER OF SEQUENCES: 29 
, n , iv ) CORRESPONDENCE ADDRESS: 

?? (A) ADDRESSEE : MORGAN 6 FINNEGAN, L.L.P. 

22 (B) STREET: 345 PARK AVENUE 

23 (C) CITY: NEW YORK 

24 (D) STATE: NEW YORK 

25 (E) COUNTRY : USA 

26 (F) ZIP: 10154 

28 ( v) COMPUTER READABLE FORM: 

/A) MEDIUM TYPE: DISKETTE, ' 
;« B COMPUTER : IBM PC COMPATIBLE 

« (c! OPERATING SYSTEM: PC-DOS/MS-DOS 

„ (D) SOFTWARE: MS WORD 97 

35 (vi) CURRENT APPLICATION DATA: 

(A) APPLICATION NUMBER: US/09/242, 202A 
t-'l l* (B) FILING DATE: 20-Apr-2000 

39 (vii) PRIOR APPLICATION DATA: 

*n (A) APPLICATION NUMBER: US60/023931 

40 (B ) FILING DATE: 14 -AUG- 1996 
fviii) ATTORNEY/AGENT INFORMATION: 

(A) NAME: KATHRYN M . BROWN 

(B) REGISTRATION NUMBER: 34556 
C REFERENCE/DOCKET NUMBER: 2026-4236US1 

a* (ix) TELECOMMUNICATION INFORMATION: 

\l ( ' (A) TELEPHONE : (212) 758-4800 

50 (B) TELEFAX : (212) 751-6849 

51 (C) TELEX: 421792 

ERRORED SEQUENCES 

688 (2) INFORMATION FOR SEQ ID NO: 20: 

690 (i) SEQUENCE CHARACTERISTICS: 
e91 (A) LENGTH : 287 amino acids 

692 (B) TYPE: amino acid 

693 (D) TOPOLOGY: unknown 
/-Qc fi i> MOLECULE TYPE: protein 
697 xi SEQUENCE DESCRIPTION : SEQ ID NO: 20. 
697 Pro IS Pro Gly Ala Gly Gly Met Val His His Arg 

His Arg ser Ser Ser Thr Arg Ser Gly Gly Gly Asp 



41 
43 
44 
45 
46 



C--> 



700 
701 1 
702 
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RAW SEQUENCE LISTING ^TTME T 

PATENT APPLICATION : US/09/242, 202A TIME: 12.37.51 

input Set : A:\20264236.app 

Output Set: N:\CRF3\08162001\l242202A.raw 

20 



704 Leu Thr Leu Gly Leu Glu Pro Ser Glu Glu Glu Ala 



30 35 



Pro Arg Ser Pro Leu Ala Pro Ser Glu Gly Ala Gly 



45 



705 25 
706 

708 ser Asp val Phe Asp Gly Asp Leu Gly Met Gly Ala 

70Q 50 

710 Ala Lys Gly Leu Ser Leu Pro Thr His Asp Pro Ser 

711 65 70 



712 Pro Leu Gin Arg Tyr Ser Glu Asp Pro Thr Val Pro 
7U Leu Pro Ser Glu Thr Asp Gly Tyr Val Ala Pro Leu 



Vll Thr Cys Ser Pro Gin Pro Glu Tyr Val Asn Gin Pro 
71ft 100 105 

719 Asp Val Arg Pro Pro Pro Ser Pro Arg Glu Gly Pro 

790 110 115 

727 Leu Pro Ala Ala Arg Pro Ala Gly Ala Thr Leu Glu 

728 125 

729 Arg Pro Lys Thr Leu Ser Pro Gly Lys Asn Gly Val 

730 135 140 , „ n 
737 Val Lys Asp Val Phe Ala Phe Gly Gly Ala Val Glu 

150 l->-5 

739 Asn Pro Glu Tyr Leu Thr Pro Gin Gly Thr Cys Ser 

740 160 165 , . 

741 Pro Gin Pro Glu Tyr Val Asn Gin Pro Asp Val Arg 

742 170 



90 



175 



180 



743 Pro Gin Pro Pro Ser Pro Arg Glu Gly Pro Leu Pro 



744 



185 



745 Ala Ala Arg Pro Ala Gly Ala Thr Leu Glu Arg Pro 



746 195 



200 



747 Lys Leu Ser Pro Gly Lys Asn Gly Val Val Lys Asp 

748 205 210 

749 Val Phe Ala Phe Gly Gly Ala Val Glu Asn Pro Glu 

750 220 225 , „ 

751 Tyr Leu Thr Pro Gin Gly Gly Ala Ala Pro Gin Pro 



752 230 

753 His Pro Pro Pro Ala Phe Ser Pro Ala Phe Asp Asn 



235 



755 Leu Tyr Tyr Trp Asp Asp Pro Pro Glu Arg Gly Ala 

756 255 260 

757 Pro Pro Ser Thr Phe Lys Gly Thr Pro Thr Ala Glu 

758 26ff£ 270 

759 Asn Pro Glu Tyr Leu Gly Leu Asp Val Pro Val 

760 2fi 0 285 



245 



250 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/242 , 202A 



DATE: 08/16/2001 
TIME: 12:37:52 



Input Set : A:\20264236.app 

Output Set: N:\CRF3\08162001\I242202A.raw 



L:36 M:220 C: 
L:37 M:220 C: 
L:79 M:220 C: 
L:110 M:220 C: 
L:151 M:220 C: 
L:176 M:220 C: 
L:207 M:220 C: 
L:227 M:220 C: 
L:246 M:220 C: 
L:273 M:220 C: 
L:293 M:220 C: 
L:313 M:220 C: 
L:349 M:220 C: 
L:374 M:220 C: 
L:413 M:220 C: 
L:433 M:220 C: 
L:453 M:220 C: 
L:488 M:220 C: 
L:554 M:220 C: 
L:596 M:220 C: 
L:670 M:220 C: 
L:697 M:220 C: 
L:758 M: 332 E: 
L:772 M:220 C: 
L:801 M:220 C: 
L:885 M:220 C: 
L:879 M:246 W: 
L:905 M:220 C: 
L:899 M:246 W: 
L:935 M:220 C: 
L:997 M:220 C: 
L:1032 M:220 C 
L:1101 M:220 C 
L:1179 M:220 C 



Keyword misspelled or invalid format, [( 
Keyword misspelled or invalid format, [( 
Keyword misspelled or invalid format, [( 
Keyword misspelled or invalid format, 
Keyword misspelled or invalid format, 
Keyword misspelled or invalid format, 
Keyword misspelled or invalid format, 
Keyword misspelled or invalid format, 
Keyword misspelled or invalid format, 
Keyword misspelled or invalid format, 
Keyword misspelled or invalid format, 
Keyword misspelled or invalid format, 
Keyword misspelled or invalid format, 
Keyword misspelled or invalid format, 
Keyword misspelled or invalid format, 
Keyword misspelled or invalid format, 
Keyword misspelled or invalid format, 
Keyword misspelled or invalid format, 
Keyword misspelled or invalid format, 
Keyword misspelled or invalid format, 
Keyword misspelled or invalid format, 
Keyword misspelled or invalid format, 
(32) Invalid/Missing Amino Acid Numberi 
Keyword misspelled or invalid format, [ 
Keyword misspelled or invalid format, [ 
Keyword misspelled or invalid format, [ 
Invalid value of Alpha Sequence Header 
Keyword misspelled or invalid format, [ 
Invalid value of Alpha Sequence Header 
Keyword misspelled or invalid format, [ 
Keyword misspelled or invalid format, [ 
: Keyword misspelled or invalid format, 
: Keyword misspelled or invalid format, 
: Keyword misspelled or invalid format, 



A) APPLICATION NUMBER : ] 

B) FILING DATE:] 

xi) SEQUENCE DESCRIPTION: SEQ ID NO:] 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO:] 
(xi) SEQUENCE DESCRIPTION: 
(xi) SEQUENCE DESCRIPTION: 
(xi) SEQUENCE DESCRIPTION: 
(xi) SEQUENCE DESCRIPTION: 
(xi) SEQUENCE DESCRIPTION: 
(xi) SEQUENCE DESCRIPTION: 
(xi) SEQUENCE DESCRIPTION: 
(xi) SEQUENCE DESCRIPTION: 
(xi) SEQUENCE DESCRIPTION: 
(xi) SEQUENCE DESCRIPTION: 
(xi) SEQUENCE DESCRIPTION: 
[(xi) SEQUENCE DESCRIPTION: 
[(xi) SEQUENCE DESCRIPTION: 
[(xi) SEQUENCE DESCRIPTION: 
[(xi) SEQUENCE DESCRIPTION: 
[(xi) SEQUENCE DESCRIPTION: 
[(xi) SEQUENCE DESCRIPTION: 
[(xi) SEQUENCE DESCRIPTION: 
ng, SEQ ID: 20 
(xi) SEQUENCE DESCRIPTION: 
(xi) SEQUENCE DESCRIPTION: 
(xi) SEQUENCE DESCRIPTION; 
Field, [MOLECULE TYPE: ] , SeqNo=23 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO:] 
Field, [MOLECULE TYPE: ] , SeqNo=24 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO:] 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO:] 
[(xi) SEQUENCE DESCRIPTION: SEQ ID NO:] 
[(xi) SEQUENCE DESCRIPTION: SEQ ID NO:] 
[(xi) SEQUENCE DESCRIPTION: SEQ ID NO:] 



SEQ ID NO : ] 
SEQ ID NO: ] 
SEQ ID NO: ] 
SEQ ID NO: ] 
SEQ ID NO: ] 
SEQ ID NO: ] 
SEQ ID NO: ] 
SEQ ID NO: ] 
SEQ ID NO: ] 
SEQ ID NO: ] 
SEQ ID NO: ] 
SEQ ID NO : ] 
SEQ ID NO: ] 
SEQ ID NO: ] 
SEQ ID NO: ] 
SEQ ID NO: ] 
SEQ ID NO: ] 
SEQ ID NO: ] 



SEQ ID NO: ] 
SEQ ID NO: ] 
SEQ ID NO: ] 
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